Overexpression of the components of the Janus kinase/signal transducer and activator of transcription (JAK/STAT) signaling pathway are key factors of the pathogenic mechanisms underlying systematic juvenile idiopathic arthritis (SJIA). Objectives: The present study aimed to investigate the association between microRNA (miR)-19a, miR-21 and the JAK/STAT signaling pathway. Methods: A total of 20 patients with SJIA were included in the study, and peripheral blood mononuclear cells (PBMCs) from 20 normal controls were also collected.RNAiso was used to extract total RNA, and the RNA was then reverse transcribed into cDNA. Primers were designedto detect the mRNA of miR-19a and miR-21, and U6 was set as the internal parameter. In addition, the mRNA of STAT3, suppressor of cytokine signaling 3 (SOCS3), interleukin-6 (IL-6) and tumor necrosis factor-α (TNF-α) was detected, and β-actin was set as the internal parameter. Reverse transcription-quantitative polymerase chain reaction was performed to detect the expression levels of these proteins in patients with SJIA and control subjects, and non-parametric tests were used to analyze the statistical differences in 2-Cq between the two groups. Results: The expression levels of miR-19a and miR-21 were significantly lower in the SJIA group compared with the control group (P<0.05). SOCS3, TNF-α and STAT3 were shown to be the target genes of miR-19a and miR-21, as determined by Targetscan. The expression levels of STAT3, SOCS3,TNF-α and IL-6 mRNA were significantly higher compared with those of the control group (P<0.05). Conclusions: In the PBMCs of the patients with SJIA, miR-19a and miR-21 expression levels were lower compared with those of the control group, and the JAK/STAT signaling pathway was activated, which indicated that miR-19a and miR-21 may participate in the activation ofthe JAK/STAT signaling pathway.
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negatively with anticentromere antibodies (p=0.013); ASCA IgA had a negative association with Medsger score (p=0.05). In multivariated analysis IgG ASCA associated independently only with African ethnic background. Conclusions: Positivity for IgG and IgA ASCA are higher among scleroderma patients than controls. African descendants have more positivity for IgG ASCA and ASCA IgA were less commonly seen in patients with more severe disease. Background: In young organisms intensive bone turnover is observed and it allows the skeleton to achieve proper side, shape and weight of bones. It is extremely important to assess the influence on various drugs on growing bones. Fenspiride is registered for therapy of acute and chronic respiratory tract infections in children and adolescence. It decreases the synthesis of proinflammatory cytokines, blocks H1 receptors and has bronchodilatotory properties. Objectives: The aim of the study was to assess the influence of long-term administration of fenspiride on bone mineral density and selected markers on bone turnover in young growing rats. Methods: The experiment was carried out on18 young (8-week-old) male Wistar rats receiving standard diet containing 1.2% of calcium ans 0.7% of phosphate. Rats were randomly assigned to one of two groups (9 animals in each group): group F -rats receiving fespiride (15 mg /kg) in saline solution (4ml/kg), and group C (control group) -rats receiving saline solution (4ml/kg). Saline solution and fenspiride were given intragastrically once daily for 90 days (from day 3 to day 92). On day 1 and 93 blood samples for serum isolation were collected. Markers of bone turnover were assessed with commercial ELISA kits according to producers' instruction. Bone mineral density (BMD) was measured by dual-energy X-ray absorptiometry (DXA) with Hologic DXA equipment (Hologic Dicovery W 81507) using a small animal software. .6458 pg/ml; RANKL:0.647±0.8457 pg/ml vs. 0.5630±0.8608 pg/ml). Conclusions: Long-term administration of fenspiride has no negative impact on bone mineral density and bone turnover in young growing rats
